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&S P2 BHIMILR BREE £ BREMH
1 AMREXL Rhinovirus sp. 552338 1-45% | RIBERLVE
9 A L SEA Parainfluenzavirus 4 5938 a2 | RIRERLE
Rhinovirus sp.
3 AMEREX Parainfluenzavirus 4 2358 1-45% | 2IHEER LT
4 AEREEA Perenuenzayiue 2 BB | 4 | AIEERLE
Rhinovirus sp.
5 AR ERER Rhinovirus sp. SE24:8 1-45% | SIRER K
6 AMEREX Rhinovirus sp. F248 1R | 2RERE
7 S ESER RSvirus B 5258 | 1R | SEEEROE
8 AMEREX Rhinovirus sp. F 258 1R | 2RERE
9 S ESER Parainfluenzavirus 3 5258 1-45% | RHEEERK LK
10 AMEREX Rhinovirus sp. %2658 1-45% | EEEIRLVE
11 AMREX R SMEEIER Parainfluenzavirus 4 52658 1-4m% | 2IFEZERLE
12 SMLETER Rhinovirus sp. 252658 1-4i% | RFEEERK
13 SEX L Human rhinovirus/enterovirus 52338 1-4i% | 'REERLVE
14 SHREXR PEX RSvirus A 5523:8 1-45% | TREERLVE
15 EREHR RSvirus A 5£23:8 1-45% | TREEHELVEK
16 LEER TFI AN RS Human rhinovirus/enterovirus 5933 -4 IR
Adenovirus 1
17 IRE% Rhinovirus sp. %2358 1-48% | IEERLVE
18 LR Rove 2 BB | 148 | WEHLE
Rhinovirus sp.
19 S21REE % Parainfluenzavirus 3 $F248 1-45% THEE L VK
20 At ERER Rhinovirus sp. 25 | TR | IRERELR
21 SEXX Parainfluenzavirus 3 2558 1R | HEERLE
22 fifi % Rhinovirus sp. 25 | TR | IRERELR
23 SEXH Rhinovirus sp. 552638 1-45% | WEFLE
24 RS™ A )L AR fE RSvirus A 562638 | 1RERIE | HERILVE
25 AN E2IRERX Parainfluenzavirus 3 2618 1-45% EEER A
26 K[EXX# Parainfluenzavirus 3 5238 1-4i% IREELL ViR
97 A s s Parainfluenzavirus 3 50438 -4t IREE L
Parainfluenzavirus 3
28 SR Parainfluenzavirus 3 =048 -4t IRSE LT
Adenovirus 5
29 SELERER Parainfluenzavirus 3 2438 5-9%% | MHEERLVE
30 A2EETER Rhinovirus sp. F 258 1-47% IHEEHL LR
31 SEERER Rhinovirus sp. 52658 106X IHEEHL VK
32 A2EETER Rhinovirus sp. %2638 1-47% IHEEHL LR
33 SEERER Rhinovirus sp. 52358 301X IHEEHL VR
34 AMERERX Rhinovirus sp. F2458 704K IHEEHL LR
35 AMEREX Parainfluenzavirus 4 $£248 501% EEEE AR
36 COVID-19B% 3 fF Parainfluenzavirus 3 F 258 304K NEEEHL VR
37 SHLKER Parainfluenzavirus 3 5258 501X IREEH L ViR
38 AEERER Parainfluenzavirus 4 2558 601X IHEEHL LR
39 SEERER Rhinovirus sp. 5258 404X IHEEHL VR
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40 AESER Rhinovirus sp. 526318 201K IHEEH LR
41 COVID19 SARS-CoV-2(NB.1.8.1) %238 204X MHEEHL V&
42 COVID19 SARS-CoV-2(4"/ LB HT#ITE A BE %238 201% IREEHL VR
43 COVID19 SARS-CoV-2(PQ.2) %2438 801t MHEEHL V&
44 COoVID19 SARS-CoV-2(4"/ LR HT¥IE FRE F24:8 801t IREEHL VR
45 SR IR 35 B R Adenovirus 2 2458 404K NHEEHIL VR
46 i Parainfluenzavirus 3 526318 801% IHEEH LR
47 ARI RSvirus A %2638 601t MHEEHL V&
48 SRR 25 R AE Parainfluenzavirus 4 562658 301K IHEEH LR
49 & PRI S R RSvirus A %26 | 601t | THEERLVE

Rhinovirus sp.
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ARIEE B EE - 8 B 5 [ (R # KR (23-2638) i Ja g AN B
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